Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.192; data-to-parameter ratio = 11.8.
In the title compound, C 15 H 19 N 3 O 6 , the amide planes are inclined at dihedral angles of 0.8 (6) and 12.1 (3) with respect to the central pyridine ring. The mean planes of the corresponding methyl acetate groups form dihedral angles of 41.76 (13) and 86.48 (15) , respectively with the mean plane of pyridine ring. A pair of weak intramolecular N-HÁ Á ÁN hydrogen bonds generate an S(5)S(5) ring motif in the molecule. In the crystal, molecules are linked by N-HÁ Á ÁO hydrogen bonds into [001] chains. The chains are cross-linked by C-HÁ Á ÁO hydrogen bonds into layers lying parallel to bc plane. The crystal packing also features a C-HÁ Á Á interaction. Hammam et al. (2003) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the N1/C1-C5 ring. 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Attia et al., 2000) . In view of the significance of 2,6-disubstituted pyridine derivatives as biologically active congeners (Amr, 2005 ; Abou-Ghalia, Amr & Abdulla, 2003; Amr, Sayed & Abdulla, 2005; Amr et al., 2006; Hammam et al., 2003) , we report herein the synthesis and crystal structure of the title compound.
The asymmetric unit of the title compound is shown in Fig. 1 (Table   1 ) generate an S(5)S(5) ring motif (Bernstein et al., 1995) in the molecule.
In the crystal (Fig. 2) , molecules are linked by intermolecular N3-H1N3···O4, N2-H1N2···O4 and C9-H9B···O2 hydrogen bonds (Table 1) into two-dimensional networks parallel to bc plane. The crystal packing is further stabilized by C-H···π interaction (Table 1) , involving Cg1 which is the centroid of N1/C1-C5 ring.
To a cold mixture (-15 °C) of 2,6-pyridine dicarboxylic acid (0.167 g, 1 mmol) in cold dry tetrahydrofuran (100 ml) and ethyl chloroformate (0.216 g, 2 mmol), triethylamine (0.202 g, 2 mmol) was added with stirring. After 10 min, D-alanyl methyl ester (0.206 g, 2 mmol) was then added. The reaction mixture was stirred for 3 h at -15 °C and then 12 h at r.t.
The triethylamine hydrochloride formed was filtered off and the solvent was evaporated under reduced pressure. The residue obtained was dissolved in 150 ml dichloromethane, washed with water, 1 N hydrochloric acid, 1 N sodium bicarbonate and finally with water and dried over anhydrous calcium chloride. The solvent was evaporated under reduced pressure to dryness and the obtained solid was crystallized from dichloromethane to give colourless plates of the title compound.
Refinement
The atoms H1N2 and H1N3 were located in a difference fourier map and refined freely [N-H = 0.83 (3) and 0.85 (2) Å].
The remaining H atoms were positioned geometrically [C-H = 0.93, 0.96 and 0.98 Å] and refined using a riding model with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was applied to the methyl groups.
sup-2
Acta Cryst. (2012). E68, o1837-o1838
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with 30% probability displacement ellipsoids. The dashed lines represent the weak intramolecular N-H···N hydrogen bonds.
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Figure 2
The crystal packing of the title compound. The dashed lines represent the hydrogen bonds. For clarity sake, hydrogen atoms not involved in hydrogen bonding have been omitted. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
